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22 
24 



4 <110> APPLICANT: GUEGLER, Karl et al. 

6 <120> TITLE OF INVENTION: ISOLATED HUMAN TRANSPORTER PROTEINS, 

7 NUCLEIC ACID MOLECULES ENCODING HUMAN TRANSPORTER PROTEINS, 

8 AND USES THEREOF 

10 <130> FILE REFERENCE: CL000861 

12 <140> CURRENT APPLICATION NUMBER: 09/749, 589A 

13 <141> CURRENT FILING DATE: 2000-12-28 
15 <160> NUMBER OF SEQ ID NOS : 4 

17 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 2262 

21 <212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 1 

25 atgagccagc ccaggccccg ctacgtggta gacagagccg catactccct taccctcttc 

26 gacgatgagt ttgagaagaa ggaccggaca tacccagtgg gagagaaact tcgcaatgcc 

27 ttcagatgtt cctcagccaa gatcaaagct gtggtgtttg ggctgctgcc tgtgctctcc 

28 tggctcccca agtacaagat taaagactac atcattcctg acctgctcgg tggactcagc 

29 gggggatcca tccaggtccc acaaggcatg gcatttgctc tgctggccaa ccttcctgca 

30 gtcaatggcc tctactcctc cttcttcccc ctcctgacct acttcttcct ggggggtgtt 

31 caccagatgg tgccaggtac ctttgccgtt atcagcatcc tggtgggtaa catctgtctg 

32 cagctggccc cagagtcgaa attccaggtc ttcaacaatg ccaccaatga gagctatgtg 

33 gacacagcag ccatggaggc tgagaggctg cacgtgtcag ctacgctagc ctgcctcacc 

34 gccatcatcc agatgggtct gggcttcatg cagtttggct ttgtggccat ctacctctcc 

35 gagtccttca tccggggctt catgacggcc gccggcctgc agatcctgat ttcggtgctc 

36 aagtacatct tcggactgac 'catcccctcc tacacaggcc cagggtccat cgtctttacc 
ttcattgaca tttgcaaaaa cctcccccac accaacatcg cctcgctcat cttcgctctc 
atcagcggtg ccttcctggt gctggtgaag gagctcaatg ctcgctacat gcacaagatt 



ENTERED 



37 
38 

39 cgcttcccca tccctacaga gatgattgtg gtggtggtgg caacagctat ctccgggggc 

40 tgtaagatgc ccaaaaagta tcacatgcag atcgtgggag aaatccaacg cgggttcccc 

41 accccggtgt cgcctgtggt ctcacagtgg aaggacatga taggcacagc cttctcccta 

42 gccatcgtga gctacgtcat caacctggct atgggccgga ccctggccaa caagcacggc 

43 tacgacgtgg attcgaacca ggagatgatc gctctcggct gcagcaactt ctttggctcc 
4 4 ttctttaaaa ttcatgtcat ttgctgtgcg ctttctgtca ctctggctgt ggatggagct 
45 ggaggaaaat cccaggtggc cagcctgtgt gtgtctctgg tggtgatgat caccatgctg 
4 6 gtcctgggga tctatctgta tcctctccct aagtctgtgc taggagccct gatcgctgtc 

47 aatctcaaga actccctcaa gcaactcacc gacccctact acctgtggag gaagagcaag 

48 ctggactgtt gcatctgggt agtgagcttc ctctcctcct tcttcctcag cctgccctat 
4 9 ggtgtggcag tgggtgtcgc cttctccgtc ctggtcgtgg . tcttccagac tcagtttcga 

50 aatggctatg cactggccca ggtcatggac actgacattt atgtgaatcc caagacctat 

51 aatagggccc aggatatcca ggggattaaa atcatcacgt actgctcccc tctctacttt 

52 gccaactcag agatcttcag gcaaaaggtc atcgccaaga ctgtctccct gcaggagctg 

53 cagcaggact ttgagaatgc gccccccacc gaccccaaca acaaccagac cccggctaac 
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54 ggcaccagcg tgtcctatat caccttcagc cctgacagct cctcacctgc ccagagtgag 1800 

55 ccaccagcct ccgctgaggc ccccggcgag cccagtgaca tgctggccag cgtcccaccc 1860 

56 ttcgtcacct tccacaccct catcctggac atgagtggag tcagcttcgt ggacttgatg 1920 

57 ggcatcaagg ccctggccaa gctgagctcc acctatggga agatcggcgt gaaggtcttc 1980 

58 ttggtgaaca tccatgccca ggtgtacaat gacattagcc atggaggcgt ctttgaggat 2040 

59 gggagtctag aatgcaagca cgtctttccc agcatacatg acgcagtcct ctttgcccag 2100 

60 gcaaatgcta gagacgtgac cccaggacac aacttccaag gggctccagg ggatgctgag 2160 

61 ctctccttgt acgactcaga ggaggacatt cgcagctact gggacttaga gcaggagatg 2220 

62 ttcgggagca tgtttcacgc agagaccctg accgccctgt ga 2262 

64 <210> SEQ ID NO: 2 

65 <211> LENGTH: 753 

66 <212> TYPE: PRT 

67 <213> ORGANISM: Homo sapiens 
69 <400> SEQUENCE: 2 
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74 


Val 


Gly 


Glu 
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Arg 
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Ala 


Phe 
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Ala 
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He 
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Lys 


Ala 


Val 
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Val 
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He 
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He 
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75 










80 


80 


Gly 


Gly 


Ser 


He 


Gin 


Val 


Pro 


Gin 
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Val 
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He 
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Ala 


Pro 
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Ala 


Thr 
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Glu 


Ser 
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Val 
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Thr 
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He 


Leu 


He 
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Val 


Leu 
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He 
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210 










215 
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Gly 


Leu 


Thr 


He 


Pro 


Ser 


Tyr 


Thr 


Gly 


Pro 


Gly 


Ser 


He 


Val 


Phe 


Thr 


99 


225 










230 










235 










240 



100 Phe He Asp He Cys Lys Asn Leu Pro His Thr Asn He Ala Ser Leu 

101 245 250 255 

102 He Phe Ala Leu He Ser Gly Ala Phe Leu Val Leu Val Lys Glu Leu 

103 260 265 270 

104 Asn Ala Arg Tyr Met His Lys He Arg Phe Pro He Pro Thr Glu Met 
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105 



275 



280 



285 



106 He Val Val Val Val Ala Thr Ala He Ser Gly Gly Cys Lys Met Pro 

107 290 295 300 

108 Lys Lys Tyr His Met Gin He Val Gly Glu He Gin Arg Gly Phe Pro 

109 305 310 315 320 

110 Thr Pro Val Ser Pro Val Val Ser Gin Trp Lys Asp Met He Gly Thr 

111 325 330 335 

112 Ala Phe Ser Leu Ala He Val Ser Tyr Val He Asn Leu Ala Met Gly 

113 340 345 350 

114 Arg Thr Leu Ala Asn Lys His Gly Tyr Asp Val Asp Ser Asn Gin Glu 

115 355 360 365 

116 Met He Ala Leu Gly Cys Ser Asn Phe Phe Gly Ser Phe Phe Lys He 

117 370 375 380 

118 His Val He Cys Cys Ala Leu Ser Val Thr Leu Ala Val Asp Gly Ala 

119 385 390 395 400 

120 Gly Gly Lys Ser Gin Val Ala Ser Leu Cys Val Ser Leu Val Val Met 

121 405 410 415 

122 He Thr Met Leu Val Leu Gly He Tyr Leu Tyr Pro Leu Pro Lys Ser 

123 420 425 430 

124 Val Leu Gly Ala Leu He Ala Val Asn Leu Lys Asn Ser Leu Lys Gin 

125 435 440 445 

12 6 Leu Thr Asp Pro Tyr Tyr Leu Trp Arg Lys Ser Lys Leu Asp Cys Cys 

127 450 455 460 

128 He Trp Val Val Ser Phe Leu Ser Ser Phe Phe Leu Ser Leu Pro Tyr 

129 465 470 475 480 

130 Gly Val Ala Val Gly Val Ala Phe Ser Val Leu Val Val Val Phe Gin 

131 485 490 495 

132 Thr Gin Phe Arg Asn Gly Tyr Ala Leu Ala Gin Val Met Asp Thr Asp 

133 500 505 510 

134 He' Tyr Val Asn Pro Lys Thr Tyr Asn Arg Ala Gin Asp He Gin Gly 

135 515 520 525 

136 He Lys He He Thr Tyr Cys Ser Pro Leu Tyr Phe Ala Asn Ser Glu 

137 530 535 540 

138 He Phe Arg Gin Lys Val He Ala Lys Thr Val Ser Leu Gin Glu Leu 

139 545 550 555 560 

140 Gin Gin Asp Phe Glu Asn Ala Pro Pro Thr Asp Pro Asn Asn Asn Gin 

141 565 570 575 

142 Thr Pro Ala Asn Gly Thr Ser Val Ser Tyr He Thr Phe Ser Pro Asp 

143 580 585 590 

144 Ser Ser Ser Pro Ala Gin Ser Glu Pro Pro Ala Ser Ala Glu Ala Pro 

145 595 600 605 

14 6 Gly Glu Pro Ser Asp Met Leu Ala Ser Val Pro Pro Phe Val Thr Phe 

147 610 615 620 

148 His Thr Leu He Leu Asp Met Ser Gly Val Ser Phe Val Asp Leu Met 

149 625 630 635 640 

150 Gly He Lys Ala Leu Ala Lys Leu Ser Ser Thr Tyr Gly Lys He Gly 

151 645 650 655 

152 Val Lys Val Phe Leu Val Asn He His Ala Gin Val Tyr Asn Asp He 

153 660 665 670 
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Pro 
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He 


His 
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Ala 


Val 
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Ala 


Asn 


Ala 


Arg 
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700 
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Asp 


Val 


Thr 


Pro 


Gly 


His 


Asn 


Phe 


Gin 


Gly 


Ala 


Pro 


Gly Asp Ala 


Glu 


159 


705 










710 










715 










720 
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Leu 


Ser 


Leu 


Tyr 


Asp 


Ser 


Glu 


Glu 


Asp 


He 


Arg 


Ser 


Tyr 


Trp 


Asp 


Leu 
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725 










730 










735 




162 


Glu 


Gin 


Glu 


Met 


Phe 


Gly 


Ser 


Met 


Phe 


His 


Ala 


Glu 


Thr 


Leu 


Thr 


Ala 


163 








740 










745 










750 







164 Leu 

168 <210> SEQ ID NO: 3 

169 <211> LENGTH: 24526 

170 <212> TYPE: DNA 

171 <213> ORGANISM: Homo sapiens 

173 <220> FEATURE: 

174 <221> NAME/KEY: misc_feature 

175 <222> LOCATION: { 1) ... (24526) 

176 <223> OTHER INFORMATION: n = A, T,C or G 

178 <400> SEQUENCE: 3 

179 ctgggttcct atgtggggag gtcatgctcc ccactcattg agccccccca ggcaaaccac 60 

180 ctggacagcc agacccatgc agactctgga gcaggtggag aggaagagtg agaccacccc 120 

181 gcctcacggg cggtgaaggg ccggcagcct ctgaatagtc tctgctagga ggtagaaagc 180 

182 accctcccat cttaatcata gtaatcatcg ccactaccat ttactgggtg cctataaaag 240 

183 gccagcctct tcatacacat gatctcactg aatcctcata gcatctgcct gcgactgtta 300 

184 ttatccccat ttacagatga agaaactgaa tctttgaacc caggtcatct ggctctcaaa 360 

185 cttgtgctgt tttccctaag ccacccggtc tctcatttct cccactgaaa tgtctcacat 420 

186 gccattgccc ttactcattt ctgcccatgt ctcctccaaa acaccattta tcaattcgct 480 

187 caacaagtat gtgttgagta cacactaagg gccaggcgag gggctgggca caggcgctgg 540 

188 gggtaggttc attctcccac cttcgcttct gctgggtatc acctgtgggg tcttgccggg 600 

189 catcccaccc tcacctgtag ttcaagtgga ccttgggatc ccaagaccaa atgaatggaa 660 

190 tgcaccagcc cagccttcac caacttgagc acaatcttat tcataataga aactcacatt 720 

191 tgcatcacac tttacatttt acacaacccc ttcttatcca ttaactcatt tgatcttcac 780 

192 aacaaccctg tgagatatgt ctgttactcc cactttagtg atacagaatc tgaggtttga 840 

193 aaagtaatgc tgaccattct gcctcattaa taaaagcagg attaacccag gctcctggac 900 

194 ccttccacaa aaggcattaa gcaacctgct cccctctgac aacctcccct gtcacccagg 960 

195 ctctcctctg ggaagttggg ggcatctcta gcccccaagt agttactcat tttcaacccc 1020 

196 atctcaaatc ttttgccaaa ctggccacag ccaccccaca ctccccacct cccagataca 1080 

197 aatcctcact ctaagccttc cccatctctt tcttctctgt ccttctttct ctgtggtcct 1140 

198 ctgagcaact tctcccagct ctgggaggta gaggggaggt gggagaccca gtaattggaa 1200 

199 gagggagggg gaaaggttcc tacagggaac tcctccgggc ctcaggggcc ctggcactca 1260 

200 gctctgccca tctcagctcc tggaacgtca gccaggttgc gcaaaaagtg aggaggagag 1320 

201 gagcggcagt acacaagggt gggggaaaga ttaggcacag gaagccgtgg gagagagagc 1380 

202 cggcaggtgg accatcctgg tttccccaca cacaccattg tccccctggg aaacctgttg 1440 

203 gtgaagttct agatgtctta tccaagaagg gtcctcttga ggtcatctca gctatccccc 1500 

204 tgcctctagg caagctgttt tctgtttctt ccaagctgac tggctgaatg gtaggagcct 1560 

205 ttctgccagg gaaactaagg tctgggaagg gagtatggct tgtggggaca ccaggggtca 1620 

206 ggggagggga gggtccacct gctgaatcaa gtggggcctc ctgccctcgt gattcccctt 1680 

207 tgcctggtgc tcagtggggg tgatggtgac gcc.acaggtg tggagtgcca gccacgtgct 174 0 
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208 gagcgccaag caaaacagcc agggtgagtc tatgcatcat cagtgcctgg gaaggaaggc 1800 

209 cactgcgagc agggagtctg acggaaaaac ttgacagagg gaagggaggc accttgcttt 1860 

210 atcggggcgg ggaaggccag aataaaactc tgctactgca aggaccagag agagaaggcc 1920 

211 tgggctggca ctagggaggg atgttccctc accctcccct cctctgcttc tcccaaagct 1980 

212 tgtaaatgcc ccagatatga gccagcccag gccccgctac gtggtagaca gagccgcata 2040 

213 ctcccttacc ctcttcgacg atgagtttga gaagaaggac cggacatacc cagtgggaga 2100 

214 gaaacttcgc aatgccttca ggtaactggt ccagagccca gacttctgcc tcctctgctc 2160 

215 cctaccaaaa tcctttctgc accaggacac ggcttctgca ctggtatccc taagatgggg 2220 

216 ttaagggaag ccctggggaa gtgaggttct gaatgatgaa tttaagatcc tacaacctca 2280 

217 tctgtactga gacccccagg gaggatgggg agcaggagca agaaccatcc agaagggtta 2340 

218 tatggcattc ccaaacccct gcatggcatc tcccatattc tcaattcacc cgggtctctc 2400 

219 tgggtttgtt aaggcatggt agatgagcat ctacgttatg gaggggtggg gagcatcaga 24 60 

220 gcccttactc catgccctgt tccctcctta caaaaaatac ctgaagttac catcacccca 2520 

221 ggttctttgt cctttccctc ccggatgttc cttcctccac ttggtccaga gaatgcca'aa 2580 

222 aggaggccct aaatttctga actttcctga ggggacctac cagggtgtag tcctaccagc 2640 

223 gcccagggtc tttccactct catctccctg gaaatgcgat ggtgggtatg aaaccttgtc 2700 

224 cctaagtagg cgctacacaa ggtgatccat acccacaccc caggaggctg gggctgcggg 2760 

225 tgtcaccctc cccattccca gactcctggc agacctcctc tggcccagct ataggccaac 2820 

226 tcactctccc tcactccctt ggggaaacgg ctgattcagt tacctggatt gaggtcactg 2880 

227 gcaatggctg aagtggagac gcaggtggaa ctggttcagg ccgggggaat cacccacttg 294 0 

228 agtttgtact aaaagcccca gcccagccct gtttctcttg ggaggctcca tttctgccca 3000 

229 gttacagtct gtcctcacag ctgtgctcct cagacaggtg gtctctgcca gtctttgtgc 3060 

230 ccaagacttt agggcacaaa gtctgaggat gagaagatct gctattgtcc taaaagatta 3120 

231 ggataatgaa agctgtaaag ggatatagca aactaacaat tcctatgata ctggcatgag 3180 

232 agccttgaac agtgcctggc atagagaagg tgcaccaata aatatttgtt tcatgaatga 3240 

233 atgaatgaat gaatgtctag aaagctaatc cctctcagcc tctgtttcca gttcttcttt 3300 

234 caagcttcag attgctttgc ccaacataca gcagacttgc aagtaaggtt 'gggcatggac 3360 

235 tagccctcaa atgagttgtt tttctttccc tagccagctc tctattcata agtccggctt 3420 

236 tctctgccac aaacagacct gatggagccc ctgcagggct ggttctctct tcaagcaagg 3480 

237 ctttagagtt gcattaagca atttatcccc cgtccacctc cccttccagc atcccaggga 3540 

238 tggcagaggc acccatgagc cccagaaggg acagggggta agatattgat gatgatgctt 3600 

239 tttcttggag tgttagttgg aagagaaaat ctgcccagac tttccaaggt acaaagcatt 3660 

240 gtctttgttg gtttcagtct tgggtgacat ccaggggacc gagtgtcagg gaaactattg 3720 

241 ttgagcaaga gcaaagagca ggaattggtg ctgggcagga aaggaagcct catcagagca 3780 

242 ggccagtgag tcaccaaatg ggccctaagt atttgagttc cctcaactgg gagaaggaaa 3840 

243 gcaaatgccc ctcacccact tccagtcatc aatccaccgg ctgtcaccct tgagtttgta 3900 

244 agcccttgtt cctaccgctc ctgagtttct atgaaaggac cttgaggtgt tcaacaaaca 3960 

245 gggaagggat caactctccc caccctgcgt tgaccaatga attcttccct cctctgctgc 4020 
24 6 ccagtgaatt aacaggagaa agaactccgg tattggagtt accacacata aaggatagtg 4080 

247 agtcagcaga gtgcaccctg caggaacaat agagccttcc ttttcaagga agttctaaga 4140 

248 aaaatggcag caggcaggcc ccactcgggt gtattcactc attcatttat tcaacaaata 4200 

249 tttactaagt gcccctgtgc aaggctcgag gtgtacaaag atgaacagga gagctagact 4260 

250 tcttgccatg cgtggtgggg tttgctgcct agtgggagag acagacaaaa agcaaggaat 4320 

251 gcacacacag gatgcacaca cagcggcagg aaccaaggtg cagttaccca ggcctgggat 4380 

252 cagacagaca ggactcagag gagactttcc cagagaaaag ccatctgagc caagggatgg 4440 

253 atctgatacc tccgaaggct gagccaccat aacactcata cctttaagcc aagtcttata 4500 

254 aactccccag gtaagcagct ggcagtcaga agacctccag ctaatgccca ggacaagttg 4560 

255 atgagctctc aagaaaaagt tcctgccttt tcttctcaat atccctggca cacagttcag 4620 

256 tgaattttga atgaaccaat gaatgaaatg agcaggatat gataatccct ctccaacacg 4680 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:3; N Pos. 21377,21378,21379,21380,21381, 21382,21383, 21384,21385,2138-6 

Seq#:3; N Pos. 21387,21388,21389,21390,21391,21392,21393,21394,21395,21396 

Seq#:3; N Pos. 21397,21398,21399,21400,21401,21402,21403,21404,21405,21406 

Seq#:3; N Pos. 21407,21408,21409,21410,21411,21412,21413,21414,21415,21416 

Seq#:3; N Pos. 21417,21418,21419,21420,21421,21422,21423,21424,21425,21426 
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